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Evaluation of Periodontal Disease Associated Bacterial Flora using DNA Chip
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# 7 MATERIALS and METHODS

Fig.1: Oral Flora DNA Inspection
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Fig. 2. Diagram of bacteria associated with periodontal disease
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Fig.3: Test methods of DNA chip
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Fig. 6: Radar charts of each cluster
Upper: average of each cluster Lower: typical examples of each cluster
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Fig. 5: Dendrogram and heat map of the test results 1@%"%1&70(% UE/&EF' OD%H]%%@/ (5>ZIZ$OTEE
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